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Abstract

Machine learning (ML) methods arc used in cheminformatics processes to predict the
activity of an unknown drug and thus discover new potential antibacterial drugs. This
article conducts a bibliometric study to analyse the contributions of Ieading authors,
universitiesforganisations and countries in terms of productivity, citations and
bibliographic linkage. A sample of 1596 Scopus documents for the period 2006-2022 is
the basis of the study. In order to develop the analysis, bibliometrix R-Tool and
VOSviewer software were used. We determined essential topics related to the application
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